The diphenylethyne unit of the title molecule, C 24 H 24 N 2 O 6 , deviates slightly from planarity. The l-alanine moieties adopt distorted helical conformations of opposite winding direction. Infinite ribbons of N-HÁ Á ÁO C-connected molecules represent the basic supramolecular entities of the crystal structure. These aggregates are linked by C-HÁ Á ÁO hydrogen bonds involving the oxygen atoms of the methyl carboxylate units. The crystal studied was refined as an inversion twin.
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Chemical context
Currently, the design of solid porous framework materials has developed into a very significant aspect of supramolecular crystal engineering (Desiraju et al., 2011) . In connection with it, molecules frequently featuring a linear rigid structure and having coordinating or otherwise binding active functions as terminal groups are a desired structural unit in building such systems (Lin et al., 2006; Hausdorf et al., 2009; Zheng et al., 2010) . For this reason, the corresponding structural units are called 'linker molecules'. A particular type of linker molecule consisting of a rod-like central unit and peptide terminal groups are promising in the assembly of bio-inspired framework materials including the subject chirality. Examples are the coordination polymers put together by N,N 0 -terephthalatoylbis(glycinate) (Eissmann et al., 2010) and Cu II (Kostakis et al., 2005) or equivalent bis(l-phenylalaninate) and Cu II (Wisser et al., 2008) . In view of this applicability, the structural extension of this compound type is probably a future-oriented design. Precursor substances concerning this project have been prepared and structurally described in considerable numbers (Eissmann & Weber, 2011a,b) . Here, we report for the first time the synthesis and crystal structure of a corresponding linker molecule.
Supramolecular features
In the crystal, each molecule interacts with two neighbors via N-HÁ Á ÁO C amide hydrogen bonding, thus generating infinite ribbons (Table 1, Fig. 2 ) which extend parallel to the a axis. These molecular aggregates are additionally stabilized by a C-HÁ Á ÁO bond (Desiraju & Steiner, 1999) between the ester oxygen atom O2 and the methine hydrogen of the stereogenic center C22. As shown in Fig. 2 Table 1 Hydrogen-bond geometry (Å ,  ) . Symmetry codes: (i) x þ 1; y; z; (ii) x À 1; y; z; (iii) x; y; z À 1; (iv) x; y; z þ 1.
Figure 2
Structure of the molecular ribbon including the mode of intermolecular bonding in the crystal of the title compound. Dashed lines represent hydrogen bonds (Table 1) . Ring motifs [graph sets R Perspective view of the molecular structure of the title compound with the atom labeling. Displacement ellipsoids of non-H atoms are shown at the 50% probability level.
described by the graph sets R 2 2 (30) and R 2 2 (10) (Etter et al., 1990; Bernstein et al., 1995) . The ester groups participate to a different degree in molecular association along the stacking direction (c axis) of the molecular tapes. With the exception of O6, all ester oxygen atoms are involved in C-HÁ Á ÁO interactions with methoxy hydrogen atoms acting as donors. The analysis of these intertape interactions reveals another two ring motifs of graph set R 2 2 (8) and R 4 4 (26) (Fig. 3) . According to the given pattern of hydrogen bonding, the crystal structure is composed of two-dimensional hydrogen-bonded layers connected by the linker molecules in a zigzag pattern. The presence of the bulky headgroups prevents areneÁ Á Áarene interactions.
Database survey
A search in the Cambridge Structural Database (CSD, Version 5.38, update February 2017; Groom et al., 2016) revealed six hits for crystal structures of methyl N-benzoyl-l-alaninate and its para-substituted derivatives. Of particular interest are the structures of methyl N-(4-bromolbenzoyl)-l-alaninate (IVOKIO; Eissmann & Weber, 2011a) and methyl N-(4-ethynylbenzoyl)-l-alaninate (PAHMIN; Eissmann & Weber, 2011b) . Their crystal packings are composed of structurally similar strands of N-HÁ Á ÁO C-bonded molecules in which the amide N-H group acts as a donor and the amide O atom as an acceptor site. Unlike in the title compound, this interaction is assisted by a C-HÁ Á ÁO contact involving the l-alanine C methyl group as a donor and the sp 3 -hybridized ester oxygen atom as an acceptor. In contrast, the crystal structure of methyl N-benzoyl-l-alaninate (XAZZON; Coghlan et al., 2000) is composed of zigzag strands of N-HÁ Á ÁO C-bonded molecules. The ester group of the molecule participates in interstand association via C-HÁ Á ÁC O-type hydrogen bonds, giving rise to two-dimensional supramolecular networks.
Synthesis and crystallization
The title compound was prepared from methyl N-(4-bromobenzoyl)-l-alaninate (component-1) (Eissmann & Weber, 2011a) and methyl N-(4-ethynylbenzoyl)-l-alaninate (component-2) (Eissmann & Weber, 2011b ) via a Sonogashira-Hagihara cross-coupling reaction (Sonogashira et al. 1975) as follows. Component-1 (1.72 g, 6.0 mmol) and component-2 (1.39 g, 6.0 mmol) were dissolved in a degassed mixture of dry trimethylamine (15 ml) and ethyl acetate (25 ml). To this solution, the catalyst being composed of triphenylphosphine (31.5 mg, 0.12 mmol), copper(I) iodide (22.9 mg, 0.12 mmol) and trans-dichlorobis(triphenylphosphine)palladium(II) (42.1 mg, 0.06 mmol) was added. The mixture was stirred at room temperature away from light for 16 h. The precipitate which was formed was separated, washed three times with ethyl acetate (20 ml each) and suspended in an aqueous NH 4 Cl solution (100 ml). In this sequence, the isolated solid was washed with water (2 Â 50 ml) and diethyl ether (4 Â 25 ml). After drying in air, the product was obtained as a beige powder (1.39 g, 53%; m.p. 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The hydrogen atoms were positioned geometrically and refined isotropically using a riding model with C-H = 0.98 Å and U iso (H) = 1.5U eq (C) for methyl and C-H = 0.95 Å and U iso (H) = 1.2U eq (C) for aryl H atoms. The crystal studied was refined as an inversion twin. Refined as an inversion twin
Computer programs: APEX2 and, SAINT (Bruker, 2014) , SHELXS (Sheldrick, 2015a) , SHELXL2014 (Sheldrick, 2015b) , ORTEP-3 for Windows (Farrugia, 2012) and SHELXTL (Sheldrick, 2008) . (Farrugia, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
sup-1

N,N′-[(Ethyne-1,2-diyl)bis(1,4-phenylenecarbonyl)]bis(L-alaninate)
Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refined as a 2-component inversion twin. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
